GROUNDWATER BIODIVERSITY AND ITS RESPONSE TO CHEMICAL POLLUTION
USING EDNA METABARCODING
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DISCUSSION & OUTLOOK
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Next steps: |

- Combination of biodiversity with standardized ecotoxicological
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bioassay methods and chemical analysis.

Fig. 2: Taxonomically identified metazoans (A) and major groups of eukaryotes (B) and - Identification of indicator species.

bacteria (C) identified via metabarcoding in the study area in Hannover.
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